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[I-1 Introduction

The goal with the selection of which sequences that go into the
published compendium alignment was, in the limited space of
two pages per alignment section, to display a representative ge-
netic variation from the HIV-1 world. The basis for this was
considering phylogenetic trees as well as removing known du-
plicates and close clone sequences from the same isolates or
patients, thereby creating a non-redundant set. Some effort
was also put into representing geographic dispersal and sam-
pling times of each subtype, with an emphasis on more recent
samples. This year we have included more sequences from the
more important subtypes, only one representative for each CRF
(except more from CRF0O1 and CRF02), and group N and O,
and CPZ sequences. Within the limited space in the compen-
dium, this selection is intended to show the worldwide variation
of HIV-1 subtypes and CRFs. For URF s, of which there is a
growing number, however, this alignment contains none, while
the web-version of the 2007 alignments contain them all.

The HXB2 sequence was chosen as master sequence in this
alignment. This is also the HIV Database genome coordinate
standard sequence. The alignment was generated by an itera-
tive process between automated alignment using HMMER and
manual editing using MASE, BioEdit and Se-Al. As in previous
years, the alignment presented is not suggested to be an “opti-
mal alignment” with the absolute minimum number of gaps and
mismatches. It is a compromise between optimal alignment,
readability, and an attempt to keep insertions and deletions from
altering the protein reading frame presentation. Most gaps have
been introduced in multiples of 3 bases to maintain open reading
frames when translated directly from the alignment.
shows a maximum likelihood tree based on the alignment with
known recombinants removed.

At the bottom of the alignment, protein sequences, based on
the HXB2 sequence are indicated; the HIV genome has many
overlapping coding regions, and all are shown. For more com-
plete annotation of functional domains, see the protein sequence
alignments in Chapter V.
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C.ET.02.02ET_288_AY713417
C.UY.01.TRA3011_AY563169

Figure II-1: Rooted maximum likelihood tree of HIV-1 and
SIVcpz lineages in the compendium alignment. Known recom-
binants, CRFs, have been removed. SIVcpz lineages are in red
and HIV-1 in black. The root is placed at the split of the SIVs
that infect Pan troglodytes troglodytes (P.t.t.) and Pan troglodytes
schweinfurthii (P.t.s.). Cross species transmissions from Pr.t. to
humans are indicated by the HIV-1 groups M, N, and O in bold
italic letters, and subtypes within M as regular letters. The tree
was calculated under a general-time-reversible model with site M
rate variation. Cosmetic changes were done using FigTree and
Adobe Illustrator.
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Pts.

CPZ.TZO1.TAN1_AF447763

CPZ.CD.90.ANT_U42720

0.1 substitutions/site
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Annotated Features HIV-1/SIVcpz Complete Genomes

1I-2 Annotated Features

Features of HIV-1 annotated in the alignment that follows.

Feature Location Page 3]
5 LTR U3 start 1 18] g §
TCEF-1 alpha 315-329 20 > 8
NF-x-B-II 350-359 22 Lo
NF-k-B-I 364-373 22 > 2
Sp1-1II 375-386 22 I e
Sp1-II 388-397 22 S
Spl-I 398-408 22}
TATA Box 427-431 22
TAR element start 453 4
5’ LTR U3 end 455 24
+1 mRNA start site 456 4
5’ LTR R repeat begin 456 4
TAR element end 513 4
Poly-A signal 527-532 4
5’ LTR R repeat end 551 4]
5" LTR US5 start 552 24
Extensive secondary structure 568-605 4
5’ LTR U5 end 633 26,
Lys tRNA primer binding site 634-653 26
Packaging loops begin 681 26
Packaging loops end 789 28
Gag and Gag-Pol start 790 28
Gag p17 Matrix end 1185 34]
Gag p24 Capsid start 1186 34]
Gag p24 Capsid end 1881 47
Gag p2 start 1882 42}
Gag p2 end 1920 47
Gag-Pol fusion TF protein start 1921 47
Gag p7 nucleocapsid start 1921 47}
Gag p7 nucleocapsid end 2085 46|
Gag-Pol -1 ribosomal slip site 2085 46
Gag pl start 2086 46
Gag pl end 2133 46
Gag pb6 start 2134 46|
Gag-Pol TF end 2252 48
Pol protease start 2253 48
Gag p6 end 2292 48
Gag end 2292 48
Pol Protease end 2549 52
Pol p66 and p51 RT start 2550 52}
p51 end and p66 RT continue 3869 68
Pol p15 RNAse H start 3870 68}
Pol p66 RT, Pol p15 Rnase H end 4229 72
Pol p31 Integrase start 4230 72
Vif start 5041 82]
Pol p31 integrase end 5096 82
Vpr start 5559 88
Vif end 5619 8]

HIV Sequence Compendium 2007 11
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Annotated Features

Feature Location Page
frameshift insert in HXB2 5772 90)
Vpr premature end (HXB2 only) 5795 90
Tat exon 1 start 5831 90|
Vprend 5850
Rev exon 1 start 5970
Tat Rev exon 1 end 6045
intron start 6046
Vpu start (ACG in HXB?2) 6062
Env start 6225 96|
Vpu end 6310 98|
Env signal peptide end 6314 98]
Env gp120 start 6315 98|
V1 loop start 6615

V1 loop end 6691

V2 loop start 6696

V2 loop end 6811

V3 loop start 7110

V3 loop end 7217

V4 loop start 7377

V4 loop end 7477

V5 loop start 7602

V5 loop end 7636

Rev Responsive Element (RRE) region 7710

Env gp120 end 7757

Env gp41 start 7758

RRE end 8061

Tat Rev intron end 8378

Tat Rev exon 2 start 8379

Tat premature stop in HXB2 8424

Tat end 8469

Rev end (TAA) in some lineages 8605

Rev end 8653

Env gp41, gp160 end 8795

Nef start 8797

3’ LTR U3 start 9086

Nef premature end in HXB2 9168

TCF-1 alpha binding 9400-9414

Nef end 9417
NF-«-B-1I 9435-9444
NF-x-B-1 9449-9458

Spl-1II 9462-9471

Spl-II 9473-9482

Spl-1 9483-9493

TATA box 9512-9516

TAR element start 9538

3’ LTR U3 end 9540

3’ LTR repeat start 9541

TAR element end 9599

Poly-A signal 9612-9617

3’ LTR R repeat end 9636

3’ LTR US start 9637

Extensive secondary structure in this region? 9646

3’ LTR U5 end 9719
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Sequences

II-3 Sequences

Sequences included in the HIV-1/SIVcpz complete genome alignment.

HIV-1/SIVcpz Complete Genomes

Name Accession Country Author Reference
B.FR.83.HXB2 K03455 France Wong-Staal, F Nature 313(6000); 277-84 (1985)
A1.GE.99.99GEMZO011 DQ207944)  Georgia Carr, JK ARHR 22(5); 470-6 (2006)
A1.KE.00.KER2008 AF457052| Kenya Dowling, WE AIDS 16(13); 1809-20 (2002)
A1.KE.00.KNH1144 AF457066| Kenya Dowling, WE AIDS 16(13); 1809-20 (2002)
A1.KE.00.KSM4024 AF457077) Kenya Dowling, WE AIDS 16(13); 1809-20 (2002)
A1.KE.00.MSA4069 AF457080, Kenya Dowling, WE AIDS 16(13); 1809-20 (2002)
A1.KE.00.NKU3005 AF457089 Kenya Dowling, WE AIDS 16(13); 1809-20 (2002)
A1.RU.00.RU00051 EF545108 Russia Thomson, MM ARHR 23(12); 1599-604 (2007)
A1.RU.03.03RU20_06_13 AY500393| Russia Papuashvili, MN Infect Genet Evol 5(1); 45-53
(2005)
A1.RW.93.93RW_024 AY713406/ Rwanda Brown, BK J Virol 79(10); 6089-101 (2005)
A1.SE.95.SE8891 AF069673  Sweden Laukkanen, T AIDS 13(14); 1819-26 (1999)
A1.SE.95.UGSES8131 AF107771 Sweden Laukkanen, T AIDS 13(14); 1819-26 (1999)
Al1.TZ.01.A173 AY253305  Tanzania Herbinger, K-H ARHR 20(8); 895-901 (2004)
A1.UA.01.01UADN139 DQ823357|  Ukraine Saad, MD ARHR 22(8):709-714 (2006)
A1.UG.92.92U0G037 AB253429  Uganda Sakamoto, Y Unpublished
A1.UG.99.99UGA07072 AF484478  Uganda Harris, ME ARHR 18(17); 1281-90 (2002)
A1.UZ.02.02UZ0659 AY829209| Uzbekistan Carr, JK JAIDS 39(5); 570-5 (2005)
A2.CD.97.97CDKS10 AF286241) D.R.C. Gao, F ARHR 17(8); 675-88 (2001)
A2.CD.97.97CDKTB48 AF286238 D.R.C. Gao, F ARHR 17(8); 675-88 (2001)
A2.CY.94.94CY017_41 AF286237  Cyprus Gao, F ARHR 17(8); 675-88 (2001)
B.AR.04.04AR151516 DQ383752)  Argentina Carr, JK Retrovirology 2006 Sep 7;3:59
B.AU.87.MB(C925 AF042101 Australia Deacon, NJ Science 270(5238); 988-91 (1995)
B.B0O.99.BOL0122 AY037270, Bolivia Carr, JK AIDS 15(15); F41-7 (2001)
B.BR.03.BREPM2012 EF637046 Brazil Sa-Filho, D ARHR 23(9):1087-1094 (2007)
B.CA.97.CANB3FULL AY779553| Canada Wang, B ARHR 21(8); 728-33 (2005)
B.CN.05.05CNHB_hp3 DQ9Y990880,  China Tan, J Chin Med J(Engl) 120(9); 831-3
(2007)
B.CO.01.PCMO001 AY561236/ Colombia Am J Trop Med Hyg 74(4); 674-7
(2006)
B.GB.83.CAM1 D10112 United Mclntosh, AAG PhD dissertation, University of
Kingdom Cambridge (1989)
B.GB.86.GBS AJ271445 United Farrar, GH J Med Virol 34(2); 104-13 (1991)
Kingdom
B.GE.03.03GEMZ010 DQ207942  Georgia Carr, JK ARHR 22(5); 470-6 (2006)
B.IT.05.SG1 DQ672623| Italy Calugi, G J Virol 80(23); 11892-6 (2006)
B.JP.05.DR6538 AB287363  Japan Sakamoto, Y Unpublished
B.KR.05.05CSR3 DQ837381] S. Korea Cho, Y Unpublished
B.NL.00.671_00T36 AY423387  Netherlands Geels, MJ J Virol 77(23):12430-12440 (2003)
B.RU.04.04RU 128005 AY682547|  Russia ARHR 22(11); 1192-7 (2006)
B.TH.00.00TH_C3198 AY945710, Thailand Watanaveeradej, V.~ ARHR 22(8); 801-7 (2006)
B.UA.01.01UAKV167 DQ823362  Ukraine Saad, MD ARHR 22(8):709-714 (2006)
B.US.04.ES10_53 EF363127 United States  Blankson, JN J Virol 81(5):2508-2518 (2007)
B.US.99.PRB959_03 AY331296  United States  Bernardin, F J Virol 79(17); 11523-8 (2005)
C.AR.01.ARG4006 AY563170,  Argentina Aguayo, N ARHR 20(9); 1022-5 (2004)
C.BR.04.04BRO13 AY727522| Brazil Sanabani, SS ARHR 22(2); 171-6 (2006)
C.BW.00.00BW07621 AF443088  Botswana Novitsky, VA J Virol 76(11); 5435-51 (2002)
C.CN.98.YNRL9840 AY967806/| China Qiu, Z ARHR 21(12); 1051-6 (2005)
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http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=K03455
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ207944
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF457052
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF457066
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF457077
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF457080
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF457089
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=EF545108
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY500393
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY713406
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF069673
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF107771
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY253305
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ823357
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AB253429
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF484478
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY829209
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF286241
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF286238
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF286237
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ383752
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF042101
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY037270
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=EF637046
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY779553
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ990880
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY561236
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=D10112
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ271445
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ207942
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ672623
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AB287363
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ837381
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY423387
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY682547
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY945710
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ823362
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=EF363127
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY331296
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY563170
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY727522
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF443088
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY967806
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Sequences

Name Accession Country Author Reference
C.ET.02.02ET_288 AY713417,  Ethiopia Brown, BK J Virol 79(10); 6089-101 (2005)
C.GE.03.03GEMZ033 DQ207941  Georgia Carr, JK ARHR 22(5); 470-6 (2006)
C.IL.99.99ET7 AY255824  Israel Harris, ME ARHR 19(12); 1125-33 (2003)
C.IN.99.01IN565_10 AY049708 India Khurana, S Unpublished
C.KE.00.KER2010 AF457054/ Kenya Dowling, WE AIDS 16(13); 1809-20 (2002)
C.MM.99.mIDU101_3 AB097871  Myanmar Takebe, Y AIDS 17(14); 2077-2087 (2003)
C.MW.93.93MW_965 AY713413  Malawi Brown, BK J Virol 79(10); 6089-101 (2005)
C.SN.90.90SE_364 AY713416/  Senegal Brown, BK J Virol 79(10); 6089-101 (2005)
C.S0.89.89SM_145 AY713415 Somalia Brown, BK J Virol 79(10); 6089-101 (2005)
C.TZ.02.CO178 AY734556/ Tanzania Arroyo, MA AIDS 19(14):1517-1524 (2005)
C.UY.01.TRA3011 AY563169 Uruguay Aguayo, N ARHR 20(9); 1022-5 (2004)
C.YE.02.02YE511 AY795906  Yemen Saad, MD ARHR 21(7); 644-8 (2005)
C.ZA.04.04ZASK164B1 DQO056405|  S. Africa McKay, AR J Virol Methods 136(1-2); 118-25
(2006)
C.ZA.05.05ZAPSK240B1 DQ369991|  S. Africa McKay, AR J Virol Methods 136(1-2); 118-25
(2006)
C.ZM.02.02ZM 108 AB254141 Zambia Tatsumi, M Unpublished
D.CD.83.ELI K03454 D.R.C. Alizon, M Cell 46(1); 63-74 (1986)
D.CM.01.01CM_0009BBY AY371155/ Cameroon Kijak, GH ARHR 20(5); 521-30 (2004)
D.KE.01.NKU3006 AF457090  Kenya Dowling, WE AIDS 16(13); 1809-20 (2002)
D.KR.04.04KBH8 DQO054367,  S. Korea Cho, Y Unpublished
D.TD.99.MNO11 AJ488926 Chad Vidal, N JAIDS 33(2); 239-46 (2003)
D.TZ.01.A280 AY253311 Tanzania Herbinger, K-H ARHR 20(8); 895-901 (2004)
D.UG.99.99UGK09259 AF484498 Uganda Harris, ME ARHR 18(17); 1281-90 (2002)
D.YE.01.01YE386 AY795903  Yemen Saad, MD ARHR 21(7); 644-8 (2005)
D.YE.02.02YES516 AY795907  Yemen Saad, MD ARHR 21(7); 644-8 (2005)
D.ZA90.R1 EF633445 S. Africa Jacobs, G ARHR 23(12); 1575-8 (2007)
F1.AR.02.ARE933 DQ189088  Argentina Aulicino, PC ARHR 21(2):158-164 (2005)
F1.BE.93.VI850 AF077336/ Belgium Laukkanen, T Virology 269(1); 95-104 (2000)
F1.BR.01.01BR125 DQ358802  Brazil Sanabani, S Infect Genet Evol 6(5):368-377
(2006)
F1.ES.x.P1146 DQ979023/  Spain Sierra, M Unpublished
F1.F1.93.FIN9363 AF075703|  Finland Laukkanen, T Virology 269(1); 95-104 (2000)
F2.CM.02.02CM_0016BBY AY371158/  Cameroon Kijak, GH ARHR 20(5); 521-30 (2004)
F2.CM.95.MP257 AJ249237 Cameroon Peeters, M ARHR 16(2); 139-51 (2000)
F2.CM.97.CM53657 AF377956/ Cameroon Carr, JK Virology 286(1); 168-81 (2001)
G.BE.96.DRCBL AF084936/ Belgium Debyser, Z ARHR 14(5); 453-9 (1998)
G.CM.01.01CM_4049HAN AY371121| Cameroon Kijak, GH ARHR 20(5); 521-30 (2004)
G.CU.x.Cu74 AY586547  Cuba JAIDS 45(2); 151-60 (2007)
G.ES.00.X558 AF423760,  Spain Delgado, E JAIDS 29(5); 536-43 (2002)
G.ES.99.X138 AF450098  Spain Delgado, E JAIDS 29(5); 536-43 (2002)
G.GH.03.03GH175G AB287004  Ghana Takekawa, N Unpublished
G.KE.93.HH8793_12_1 AF061641| Kenya Salminen, MO ARHR 8(9); 1733-42 (1992)
G.NG.01.01NGPL0669 DQ168576/ Nigeria Carr, JK Unpublished
G.PT.x.PT2695 AY612637,  Portugal Esteves, AM Unpublished
G.SE.93.SE6165 AF061642 Sweden Laukkanen, T Virology 247(1); 22-31 (1998)
H.BE.93.VI991 AF190127| Belgium Janssens, W AIDS 14(11); 1533-43 (2000)
H.BE.93.VI997 AF190128/ Belgium Janssens, W AIDS 14(11); 1533-43 (2000)
H.CE.90.056 AF005496  C.AR. Murphy, E ARHR 9(10); 997-1006 (1993)
J.CD.97.J_97DC_KTB147 EF614151 D.R.C. Abecasis, AB J Virol 81(16); 8543-51 (2007)
J.SE.93.SE7887 AF082394/  Sweden Laukkanen, T ARHR 15(3); 293-7 (1999)
J.SE.94.SE7022 AF082395  Sweden Laukkanen, T ARHR 15(3); 293-7 (1999)
K.CD.97.EQTBI11C AJ249235 D.R.C. Peeters, M ARHR 16(2); 139-51 (2000)
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http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY713417
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ207941
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY255824
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY049708
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF457054
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AB097871
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY713413
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY713416
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY713415
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY734556
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY563169
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY795906
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ056405
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ369991
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AB254141
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=K03454
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY371155
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF457090
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ054367
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ488926
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY253311
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF484498
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY795903
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY795907
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=EF633445
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ189088
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF077336
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ358802
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ979023
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF075703
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY371158
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ249237
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF377956
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF084936
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY371121
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY586547
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF423760
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF450098
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AB287004
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF061641
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ168576
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY612637
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF061642
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF190127
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF190128
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF005496
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=EF614151
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF082394
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF082395
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ249235

Sequences

HIV-1/SIVcpz Complete Genomes

Name Accession Country Author Reference
K.CM.96.MP535 AJ249239 Cameroon Peeters, M ARHR 16(2); 139-51 (2000)
01_AE.CF.90.90CF11697 AF197340 C.AR. Anderson, JP J Virol 74(22); 10752-65 (2000)
01_AE.CN.05.FJO51 DQ859178| China Yan, Y Chin Med J(Engl) 119(19); 1622-8
(2006)
01_AE.CN.06.FJ054 DQ859180, China Yan, Y Chin Med J(Engl) 119(19); 1622-8
(2006)
01_AE.HK.x.HKO001 DQ234790, Hong Kong Tsui, SKW Unpublished
01_AE.JP.93.93JP_NH1 AB052995  Japan Sato, H J Virol 75(12); 5604-13 (2001)
01_AE.TH.01.01TH_R2184 AY945730,  Thailand Watanaveeradej, V.~ ARHR 22(8); 801-7 (2006)
01_AE.TH.02.0UR7691 AY?358062| Thailand Tovanabutra, S ARHR 20(5); 465-75 (2004)
01_AE.TH.90.CM240 Us4771 Thailand Laukkanen, T J Virol 70(9); 5935-43 (1996)
01_AE.US.00.00US_MSC1164 AY444804  United States  Tovanabutra, S ARHR 21(5); 424-9 (2005)
02_AG.CM.02.02CM_4082STN |AY371141  Cameroon Kijak, GH ARHR 20(5); 521-30 (2004)
02_AG.EC.x.ECU41 AY151001 Ecuador Carr, JK ARHR 19(4); 329-32 (2003)
02_AG.FR.91.DJ264 AF063224  France Laukkanen, T Virology 247(1); 22-31 (1998)
02_AG.GH.03.GHNIJ196 AB231898  Ghana Tatsumi, M Unpublished
02_AG.NG.01.PL0O710 DQ168577, Nigeria Carr, JK Unpublished
02_AG.NG.x.IBNG 1L.39106 Nigeria Howard, TM ARHR 10(12); 1755-7 (1994)
02_AG.SE.94.SE7812 AF107770,  Sweden Laukkanen, T Unpublished
02_AG.SN.98.MP1211 AJ251056 Senegal Toure-Kane, C ARHR 16(6); 603-9 (2000)
02_AG.UZ.02.02UZ710 AY 829207, Uzbekistan Carr, JK JAIDS 39(5); 570-5 (2005)
03_AB.RU.97.KAL153_2 AF193276  Russia Liitsola, K AIDS 12(14); 1907-19 (1998)
04_cpx.CY.94.CY032 AF049337  Cyprus Gao, F J Virol 72(12); 10234-41 (1998)
05_DE.BE.x.VI1310 AF193253 Belgium Laukkanen, T Virology 269(1); 95-104 (2000)
06_cpx.AU.96.BFP90 AF064699  Australia Oelrichs, RB ARHR 14(16); 1495-500 (1998)
06_cpx.RU.05.04RU001 DQ400856/ Russia Galkin, AN Unpublished
07_BC.CN.97.CN54 AX149771] China Shao, Y Patent: WO 0136614-A 125
25-MAY-2001; Geneart GMBH
Gessellschaft fuer angewandte
Boitechnologie(DE) ; Shao, Yiming
(CN)
08_BC.CN.97.97CNGX_6F AY008715| China Piyasirisilp, S J Virol 74(23); 11286-95 (2000)
09_cpx.GH.96.96GH2911 AY093605| Ghana McCutchan, FE ARHR 20(8); 819-26 (2004)
10_CD.TZ.96.96TZ_BF061 AF289548  Tanzania Koulinska, IN ARHR 17(5); 423-31 (2001)
11_cpx.GR.x.GR17 AF179368 Greece Paraskevis, D ARHR 16(9); 845-55 (2000)
12_BF.AR.99.ARMA159 AF385936/  Argentina Carr, JK AIDS 15(15); F41-7 (2001)
13_cpx.CM.96.1849 AF460972  Cameroon Wilbe, K ARHR 18(12):849-856 (2002)
14_BG.DE.01.9196_01 AY882421  Germany Harris, B ARHR 21(7):654-660 (2005)
14_BG.ES.99.X397 AF423756/  Spain Delgado, E JAIDS 29(5); 536-43 (2002)
15_01B.TH.99.99TH_MU2079 AF516184)  Thailand Viputtigul, K ARHR 18(16); 1235-7 (2002)
16_A2D.KR.97.97KR004 AF286239  S. Korea Gao, F ARHR 17(8); 675-88 (2001)
18_cpx.CU.99.CU76 AY586540, Cuba Thomson, M AIDS 19(11); 1155-63 (2005)
19_cpx.CU.99.CU7 AY894994|  Cuba Casado, G JAIDS 40(5); 532-7 (2005)
20_BG.CU.03.CB471 AY900575| Cuba Perez, L ARHR 22(8); 724-33 (2006)
21_A2D.KE.91.KNH1254 AY945737  Kenya Visawapoka, U ARHR 22(7); 695-702 (2006)
23_BG.CU.03.CB118 AY900571| Cuba Perez, L ARHR 22(8); 724-33 (2006)
24_BG.CU.03.CB378 AY900574| Cuba Perez, L ARHR 22(8); 724-33 (2006)
25_cpx.CM.01.101BA DQ826726  Cameroon Carr, JK Unpublished
27_cpx.CD.97.97CDKTB49 AJ404325 D.R.C. Vidal, N ARHR 16(18); 2059-64 (2000)
28_BF.BR.99.BREPM 12609 DQO085873| Brazil De Sa Filho, DJ ARHR 22(1); 1-13 (2006)
29 _BF.BR.02.BREPM119 AY771590/ Brazil Sa-Filho, DJ ARHR 21(2); 145-51 (2005)
31_BC.BR.02.110PA EF091932 Brazil Santos, AF AIDS 20(16); 2011-9 (2006)
33_01B.MY.05.05SMYKLO007_1 DQ366659  Malaysia Tee, KK JAIDS 43(5):523-529 (2006)

HIV Sequence Compendium 2007

15

HIV-1/SIVcpz

w)
)
£
o)
c
)
@)
2
QL
o
S
o
@)



http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ249239
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF197340
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ859178
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ859180
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ234790
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AB052995
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY945730
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY358062
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=U54771
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY444804
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY371141
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY151001
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF063224
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AB231898
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ168577
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=L39106
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF107770
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ251056
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY829207
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF193276
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF049337
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF193253
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF064699
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ400856
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AX149771
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY008715
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY093605
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF289548
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF179368
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF385936
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF460972
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY882421
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF423756
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF516184
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AF286239
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY586540
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY894994
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY900575
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY945737
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY900571
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY900574
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ826726
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AJ404325
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ085873
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=AY771590
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=EF091932
http://www.hiv.lanl.gov/components/sequence/HIV/combined_search_s_tree/d_search.comp?sa_genbankaccession=DQ366659
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Sequences

Name Accession Country Author Reference
34_01B.TH.99.0UR2478P EF165541 Thailand Tovanabutra, S ARHR 23(6):829-833 (2007)
35_AD.AF.05.05AF095 EF158041 Afghanistan Sanders-Buell, EE ARHR 23(6); 834-9 (2007)
36_cpx.CM.00.00CMNYUS830 EF087994 Cameroon Powell, RL ARHR 23(8); 1008-19 (2007)
37_cpx.CM.00.00CMNYU926 EF116594 Cameroon Powell, RL ARHR 23(7); 923-33 (2007)
42 BELU.03.luBF_05_03 EU170155  Luxembourg  Struck, D Unpublished
N.CM.02.DJO0131 AY532635| Cameroon Bodelle, P ARHR 20(8):902-908 (2004)
N.CM.04.04CM_1015_04 DQO017382] Cameroon Yamaguchi, J ARHR 22(1):83-92 (2006)
N.CM.04.04CM_1131_03 DQO017383| Cameroon Yamaguchi, J ARHR 22(1):83-92 (2006)
N.CM.95.YBF30 AJ006022 Cameroon Simon, F Nat Med 4(9); 1032-7 (1998)
N.CM.97.YBF106 AJ271370 Cameroon Ayouba, A AIDS 14(16); 2623-5 (2000)
O.BE.87.ANT70 L.20587 Belgium Vanden Haesevelde, J Virol 68(3); 1586-96 (1994)
M
0.CM.91.MVP5180 L.20571 Cameroon Gurtler, LG J Virol 68(3); 1581-5 (1994)
0.CM.96.96CMABB637 AY169810, Cameroon Yamaguchi, J ARHR 19(11); 979-88 (2003)
0.CM.98.98CMA104 AY 169802 Cameroon Yamaguchi, J ARHR 19(11); 979-88 (2003)
0.CM.99.99CMU4122 AY 169815 Cameroon Yamaguchi, J ARHR 19(11); 979-88 (2003)
0.SN.99.SEMP1299 AJ302646 Senegal Toure-Kane, C ARHR 17(12); 1211-6 (2001)
0.US.99.99USTWLA AY 169814/  United States ~ Yamaguchi, J ARHR 19(11); 979-88 (2003)
0O.FR.92.VAU AF407418 France Vartanian, JP J Gen Virol 2002 Apr;83(Pt
4):801-5
CPZ.CD.90.ANT U42720 D.R.C. Vanden Haesevelde, Virology 221(2); 346-50 (1996)
MM
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+1 mRNA start site
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CPZ.CM.05SIVcpzMTI45 — .......... SACAG--TGA. . iiiiiiiio)

CPZ.GA 83.GAB AGGGGGAGCCAGTCA- - - CGCT - - TGCCTCTGETGGE

CPZTZ.01.TANI AGAGGAAACA-TGC - - CCTAGTG- - - - -

CPZ.US'85.CPZUS ACAGGAGGCAAGTGECA-TA- =TT .o v s vesnns s e e s e e e e s e nns
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GGT CAGAGG- -T A- - 5469
T-T ~G- -TAGGGAG- - 2389
T-T -A--G--TAAG AG-- 5616

R S AG--

R . . -ATACTGAGG- -T-- - - -A--A-G- - 5462

-- . . -ACACTGAGG- -T-GG- - - - -A-G- - 5693
. . -ATACAGAGG- -T- - - 5692

-ATCATGAGG- -T-G - 6256

-A

9]
=
Y
°

-A
-A
A

=N
@
o

CACAGACG
C--G-ATACAGAGG- - T-GGT-A- . .
-------- T-- - -ACACAGAGG--T- - - -CAAG- - - - - ..~ 5648
T-AG-.r.rsers -T----CA--A- .
T----ACACAGAGG- -T- - - -CAAG
T-- - -ACACAGATG- - T-GGA-AA-
T-- - -ACACAGAAG- - T-GG- - -AC
T- --ACACAGACG GT-GG-T-AG
-ATACAGAGG- - T-GG G ..
T CeAGRCe T A - 5469
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B.FR.83.HXB2
Vpu
Env

01_AE. CF 90 90CF1 1697

06 FJOS4
EHK x

.HKO001
E.JP.93.93JP_NH1
E.TH.01.01TH_R2184
E TH 02.0UR7691

H.90.CM240
AE US 00.00US_MSC1164

02_AG.CM.! 02 02CM74082$TN
02_AG.EC.x.ECU41
02"AG.FR. 91ADJ264
02_AG.GH.03.GHNJ196
02_AG.NG.01.PLO710
02_AG.NG.x.IBNG
02_AG.SE. 94 SE7812
02"AG.SN.98.MP1211
02ZAG.UZ. 02 02UZ710

03_AB.RU.97.KAL153_2
04_cpx.CY.94.CY032
05_DEBE.x. VIl310

06_cpx.AU.96.B
06_cpx.RU.05. 04RU001
07_BC.CN.97.CN.
08_BC.CN.97.. 97CNGX 6F
09_cpx.GH.96.96GH2911
10_CD.TZ.96.96TZ_BF061
11_cpx.GR.x.GR17
12_BF.AR.99.ARMA159
13_cpx.CM.96.1849
14_BG.DE.01.9196 01
14_BG.ES.99.X397
15_01B.TH.99.99TH_MU2079
16_A2D.KR.97.97KR004
18_cpx.CU.99.CU76
19_cpx.CU.99.CU7
20_BG.CU.03.CB471

21_A2D.KE.91. KNH1254
23_BG.CU.03.CB118

24_BG.CU.03.CB378
25_cpx.CM.01.101BA
27_cpx.CD.97.97CDKTB49
28_BF.BR.99.BREPM12609
29_BF.BR.02.BREPM119
31_BC.BR.02.110PA
33201B.MY.05.05MYKLO007_1
34_01B.TH.99.0UR2478P
35_AD.AF.05.05AF095
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
42_BF.LU.03.luBF_05_03

N.CM.02.DJO0131
N.CM.04.04CM_1015_04
NCM.O4.O4CM0113I,03
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CPZ.CM.05. SIchzMB66
CPZ.CM.05.SIVcpzMT145
CPZ. GA 88.! GABiJ
CPZ.TZ.01.T.

CPZ. US 85.! CPZUS

Env start

o
]
N
¥

CACAGAAI
“ATACAGAAG-G
-ATACAGAAG- -

]
3 G

ATATTGAAG- -T

ATCAGGAAG»-T-»
AGG- -T- -

[P G- -G-ATACCGATG- -T-GG- -A-T-------
G- - - - ATGAAGAGG- - T-G- - -AA-
G-ATACAGAAG- -T-GG- - - -G
G-ATACAGATG- - T-GG- - A-
---------------- G- - - -ATACAGAGG- -T-- - -CA-T- -
——————————————————— G-ACACAGAGG- - T-GG- - AGG- -
G- -G-ATGCAGAGG- - T-GGA-

- -ACACGGATG- - T-GG- CAA-
- -ACACAGATG- - T-GG-TAA-
-G-ACACAGATG- -T-GG - -AA-
~GAACACAGAGG - -T-G- - TA-
-G-ATACAGAGG - -T- - - -CA-C
ATCATGAAG- -T--------
-ATGCAGATTGGT -GG - CATT
“ATGCACAGTOGT G- CATT- -
-ATGCAGAGTGGT - GGGT - ACAAG-
ATGCAGAGTGGT - GGAT - GGGA - -
ATGCAGAGTGGT -GG - CATT - - -C
AAGAGGAAC - -GA-GTTATGGACC-T -
AAGAACAAC - GGA - GTCATGGAGC - TA
ATGAAGAAC - -GA-GTTATG-A-C-T- .

-G-
-G
-G
-G
-G-
-G-

AAGAAGAAC- -GAGGTTATGGA-C-TA.
AAGAGGAAC-G-C- GTTAGGGA C-TA.
TTA---CA CAGAGGAAC - GGA-GTTAGG! C-T-
C-T-A- CTT GCTTAG- - CA-AAG- - - RGGAAGAAC-GGA - GTCATGGA C-T

- CA-T-
C-T-G--C----TTAG--CA-AAG-A----.. --CA-T--G-AAGAGGAAC-GGA-GTTAGGGA - C---.

C-'I'I'ATA-»ATATAT-»GCAGCAGCA AT-...GATAATAAGAGAAATCAA----TC----- AGT----- G-AGA----- T- GTAT GATAGT C- ATAGAA AAG ----- GAA-CC-ATACATATTATT . .. otiiinnsnannns
----- TT- GG A-‘é; TGTAAACAAAATAAGCTTGAAGT -G- - - -T- -G- ACC TGC- ‘(I:'Té- -- --'(I:'----GAGAG(G;AAS G- AGCT¥§§--GGC TC.

G-A-A--TT---.. ---C-C-GT-A-G-G .
GAGTATA==A=GTTA. .l rraniiiiiiits.. CAACAAGTA- -GCG

>>> 1 >
>3
o0o—
220
>
[
(7]
=
(2]
>

--T--TA---GGG-AT-T-G-AGGTATA- .AGACATAGGCTTGAG-C-G G- -AC-T-ACCTA- - AAGAAG - - GAGAG- CTGGAACA-C .
C- GTATAG-T- AG-GAGTT ... .GAAAGGGAAAGGCA - -AGAGTA- - -GAAAGGCT -G .AATTTA-TTGGAATAACT - - -ATC.
-GAT-GTGGAGACAA-T--A-A---A-G--............ AATACTCAACA-G-G--TC-A-ATC-TT-A--A---A-C-G- . . AAGAAG- -GAGA-TCTGGC-AA-T

HIV-1/SIVepz

Complete Genomes
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Vpu end
Env signal peptide encL)Env gp120 start

sawouan a)9|dwo)

ZdOAIS/L-AIH

>
)>)>)>)>(J:)>)>)> =

>r>rrr>rr> P>

TTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTT 6428
7LWVTVYYGVPVWKEATTTLFCASDAKAYDTEVHNV

[ Yelalalalalalatatetoatelalo ot o Yatall
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Vpu end
Env signal peptide encL)Env gp120 start
B.FR.83.HXB2 GA'PIII'GGgGCﬁCCﬁTGgTCgTT"G‘IGGéTGETGGTG ATCT TTGTGGGTCACAGTCTATTATGGGGTACCTGTGTGGAAGGAAGCAACCACCACTCTATTTTGTGCATCAGATGCTAAAGCATATGATACAGAGGTACATAATGTT 6428
u *
EIEl’V RRW G T M [ L G M L M _ I A T E K . .. L W V T V. Y Y G V P V WKEATT T L F CA S D A K A Y D T E _V _H_ N_V_
01_AE.CF.90.90CF11697 T
01_AE.CN.05.FJO51 T
01_AE.CN.06.FJ054 T
01_AE.HK .x.HK001 C
01_AE.JP.93.93JP_] T
01_AE.TH.O1.01TH_R2184 T
01_AE.TH.02.0UR76! C
01_AE.TH.90.CM240 G
01_AE.US.00.00US_MSC1164 . T -A--T---GAG-
02_AG.CM.02.02CM_4082STN A . . -A--C---GAG-
02_AG.EC.x.ECU41 A .
02_AG.FR.91.DJ26:
02"AG.GH.03.GHNIJ196
02_AG.NG.01.PLO710
02_AG.NG.x.IBN
02_AG.SE. 94 SE7812
02_AG.SN.98.M

P1211
02_AG.UZ.02.02UZ710
03_AB.RU.97.KAL153_2
04_cpx.CY.94.CY032
05_DFE.BE.x.VI1310

06_cpx.AU.96.BFP90 . GA AG-C-T--TAAG-
06_cpx.RU.05.04RU001 . AG---T--AAAG-

09cpx.GH.96.96GH29 11 F
10_CD.TZ.96.96TZ_BF061
11_cpx.GR.x.GR17
12_BEAR.99.ARMA159
13_cpx.CM.96.1849

14_BG.DE.01.9196_01
14_BG.ES.99.X397

15_01B.TH.99.99TH_MU2079

16_A2D.KR.97.97KR004
18_cpx.CU.99.CU76

19_cpx.CU.99.CU7
20_BG.CU.03.CB471

21_A2D.KE.91.KNH1254
23°BG.CU.03.CB118

24_BG.CU.03.CB378
25_cpx.CM.01.101BA
27_cpx.CD.97.97CDKTB49
28_BF.BR.99.BREPM12609
29_BF.BR.02.BREPM119

31_BC.BR.02.110PA
33701B.MY.05.05MYKL007_1

34_01B.TH.99.0UR2478P
35_AD.AF.05.05AF095
36_cpx.CM.00.00CMNYU830
37_cpx.CM.00.00CMNYU926
42_BF.LU.03.luBF_05_03

95. CTT---CA . . AG--A- -
N.CM.97.YBF106 Lllll--TG-GTC--ACC--. . c--T-
0.BE. 87 ANT7O .. . CCA---TTGAGCCTTAG-C-G. .. ... Toeeommen- CCT-ACAAGC- -T--AAAG-- - - - - A--
O.CM.9 o . CCA- - -TTGAG- TATAGT---CAA A -CCT-ACAAGC - - T- -ACAG- A

CPZ.CD.90.ANT GT .CAG-T--TA-AG-AG- GG CGAATGAAGAC-AT--A-
CPZ.CM.01.STVcpzCAMI3 LCCT---TTGA-AT-T--T GAA A-
CPZ.CM.05.SIVcpzEKS505 TG-TGC TAGGA -AGATA TT- GGTCTGAA
X R -GATC. ..CTG-GCT-GT GC -GTA-C-C-AAA-AT
CPZ.CM.05.SIVcpzMB66 AGATAAT - TTATGCACAT-G-TAT-AGG - -AG-A-TAAT-- G
CPZ.CM.05.. SIVC zMT145 CCATCA---T--A-T-AA-CCT- - -TGGATG-
CPZ.GA 88.GA T-ATTACA-T---AACAA-CATTT--C-A-CC
CPZ.TZ.01. TANl C CA-AA—-ACA--CC AGG-
CPZ.US.85.CPZUS

HIV-1/SIVepz

Complete Genomes
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TGGGCCACACATGCCTGTGTACCCACAGACCC CAACCCACéAGAAGTAGTATI'GGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACG\GATGCATGAGGATATAATCAGTTTATGGGATCSA AGCCTAAAGCCATGTGTAAAATTAAC C C
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B.FR.83.HXB2 TGGGCCACACATGCCTGTGTACCCACAGACCCCAACCCACAAGAAGTAGTATTGGTAAATGTGACAGAAAATTTTAACATGTGGAAAAATGACATGGTAGAACAGATGCATGAGGATATAATCAGTTTATGGGATCAA. .
Env WATHACVPTDPNGPOQEVVLVNVTENTFNMWEKNTDMYVETGQMHTETDTITISLWDLQ. .
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18_cpx.CU.99.CU76

19_cpx.CU.99.CU7
20_BG.CU.03.CB471

21_A2D.KE.91. KNH1254
23_BG.CU.03.CB118
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28_BF.BR.99.BREPM12609
29_BEBR. 02 BREPMI 19
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33201B. MYOS OSMYKL007 1
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- T-T--
TSGT---A-T--GIAT-AC.-
GT---A-T---TAT-AGC-

.90.A. - - - -AG- T»-;ATT T- --TAGG ..

HIV-1/SIVepz

Complete Genomes
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V1 loop start
CACTCT(gTGTTAgT TIAAAGT(gCACTGATTTGAAGAATGAT

-CGTTAAC- ACGAT GCAT GT 5860
CTG -CTG C- ACA TG 5900
G-GGG-C-AC - - 5902
G-- -GTC-AC»T ACA- - »GAAGAGGAA A T 5887
-ATGCC-CAG-G--A-T-GAC-AC-GC-CAAT--G 5887
-C- —GCC—AC— - —A—C—TC—C— —ATGACAT—GC 5890
T- TCT A 597

A-CCCC--C-TCAC
CG C CC-CCA-

..................... T-C-- 5851

TC-GTC-CTAAT- TC cc- GTGACAT GC 3859

............................................... AC:CC AZ GC-CG- - -GC-AACCTC-C-GAT-GC-T--- 6027

SGT--- A ACTGACAGTGACAAC-G-G-C-ATGCC-CC-A-TC-ACC-TC-CC-GGGARAT - -T 5891

...... ACTTTAAATTG- -C-G-ATCC-ACT-C-CTATCTCT-AC-GC-GCTT-T- 5884

C e T T i -A--TC-------- C-TC-C-AAT--CTCAG-T-ACAT--G 6701

~-TCAAA-C-ATG-AGGCACC LAATTTA------- GT--C-CC-C-GT- AAC TC- CCGAGGACAT»-- 5888

TG----ACCC--C-GCAC- - C T GCGT--AC---AAC--C-GCGAT-GTTT-TT 5881

-CC-A---C- CTA CGCCCCT GC----GCCC 2786

-AC-CC-ATAGC-C 5992

--TA-C-CCCA- -GCCCCATT-- 6033

-A--G-----GA-TC-AC- ATA T- TT -GG-
GCG-G--AGTG-TGGAG-AG- -AGA- -AAG-

GCTACT
.GCTACTAATACCACTAGTAGT -

TGCTAATACCTTTAGTAGTC

A GG
-ATAAC- T GT-C--CA

-G--A-T--TGCCC-C----A--CC 5865
.AGGACC- -T-GGAC- -GA- -GA-GGAGA- -A-AT- - - 6680
................ -C- A C AT AT G ---------666673

AGCACTGAGACT - A-C--A--CC--TACC-CT-GTG--CCA 694
........ ACTACC----- »G -C- TC»-AGT GAATG-TGAT-AT- GCACT T 6703
AGTTCCAATAAT - CC ATA- AT -GA -CA AT GC 62é3

“CC-A-GC- -AMATT-AT-GT-CCTCC-TAGG 5865
-C-----A- GTTACC TC-AT-ATGATACC-T 5863

---GT---CTCGAAT - - TGAT-AC-ATACT-G 6047
GCTACCAGCAATAGC G-CAG-C-A- GATACCTACGA -ATGACAT--C 5880
.AACAGTACTGGTAGAAATGTT - GC G—*GT G-G- -AT--T-CCTAC--TGG-A-CT- 6047
......................... - C-GTTAATGTC-ATGAT-CCAT-T- 5875
...-A--A-GC-ACC--T-ATGAT-ACCCT-- 5851
.................. -GT-G-C-AT-TT-CC-GT- ATGACA T-- 5
GCTACCATTAGAGAGTA- GT G- CT GAACA- AT CT--CC-TGG--ATT-T-G 5874
........................ “GA-C--AA-A-AACCAC-CTGAT-ACAT- - - 5856
---GTT-CC-A-GA-GTTACCTTC-ATGAT-CCAT--G 5865
GTTACCAAGAATAATACCAGTAATGGTACT - - --CCC-T-G--C--C--C-CCT-CCCCC-AT---- - C-C 6129
......................................................... -AT-CTGACAT-G- 6071
ACCAGTAGTGTTAAAGAG-A--CC-----C-A-GC--T-TTT-AC--A-C-GAAATA- - 6680

PG TTH G GAATTL CGEACC. e -ATGGC-C- TG GAAC_ATG C-CT-CA. - -G 6212
- -GET--AGTGAGC L. 1 1l LT L L GAG-CT-AATTG-AC-AC-GCAGC-C 5865
G- AL ACTATETTEARAACTTTCARTOAGACCAT CARARRTCAGACCATOARAAATEAG €276 SR ACCTC_AT-AC CC--A-A--ACCTC- - 5008
U LACT-TC-AC-AC-ACAGC-C 0607

L GTTACAGTS 6T AC-GCAGCTT 588
GiE AL CE T ATeCTCeLE T AR 383
oRTeCC e IR IATACT ToATS L CTALTE. 3840

----6-GG----- A--cc-cT - :

1=}
[~

~C-GC
CGC---C- CGAC-
- --A-G-G-----A-G
---C-- A G»-CTGGATGG

TG-AGGAAG- C -
... .GAGCAA-A-A-C-CCC---AGGAA---G- 5974
AATGAC-C-CT-TC GACCAA- - -A-T-CCC- - -AGGAA- -ACC 6011
v GCT-A----om e e CAGCC- -ATAAC-TC-CCC-GGAA- - -C- 5868
GTCACCT--TC- -CC-CCTTG-CTCCT-ATG-T-CCATCTC 5890
" ATCACT-A-GGG- A ~GC-CCCTGGATAAC-TC-CCC-GGAA- -AC- 5871
......................... TACTC-G-AT -C- CT--»G- 6618
ACTAATGG--C--TAG--—A--—C-A AAT G-GGAT-GT-- 5889
VGC—C—G G——AAATT CTCTG GGAAA AGG 6280
..--C-C-GTA-C-AAC-AT-AC-CTG-A--C-- 6111
............................ TGELITI T AA-CAGA-AAC--T-GC-CTG-A--C-- 6120
.AATTGTACTAGAAAGCATCCCAATGGC-C-GTGG- - TAC- A----ACTGTGGAT AC-GTAGCTG 6746

FesAc
“T--T---A--GCC- - -GGCA- - TTCACTAGCCAAAGCAGCACT . . . . .
-T--T---A--GEC-CT-CCACC. . D

........................................ A-CC-ACGAA- GCG--AGTGC 6067

G-- G ................................. TGTACTAAG-AC--C-A--C-G- G--C CGAATGT»-CT GT-ATA--G-

G- AGCACTGTGGGTAGCACTACCAGCACTAGCACTGTGGGTAGC- - -C-C- --T--T-C GCGGGTT C-G 6
- --G- C -C .................. GGCAACAAAAGAAATAATAGCACTGA- -GAA CC-A-AAT--C-CTG-GGATA-CCC 6103
-C--T»G-AG-G-A--TGCAACA ................................................... AATGTA--A--A-GT----AC----CA-AT-TC-AT---GGA----T 6060
SC--T-G-A--A-A-CT-GAA-- . L .GATACT-AC-G--G--GC-C-GTC-AT-CC-CT-GC-GTCCTTCAGC 5987
B O B (R B O .-CCTC--AC---ACT--C-GT--GGA- -CAGG 6007
-T--T-----GGCA-CA-TCA-CAATAGTACTGATAACAGTAAT........... .-CC-C----CCTA-TCCT-CT--C-CTA-TCC 5888
ST--T-G-A-CA-C-CT-G-A-C.oov it .. -GT----CA-C---TAAC--T-GTG- - -GTAGTCC 5989
-T--T-GC--CG-C--T- -A ............................................. -A--G---AG------ A---TA-TGC- -GC-AC-ATAGTCC 5996
T--T--CA--G-A-CT---A-C.oittii i i CGTACCAATGCA-A---G-A-G---CC-A--T-AATGC--CTG-G-CATCA-C 5883
T--Tevvev-- AC--AGGAACC .............................................................................................. G--CC-A--A-GCAACT--C-CTG-GG-AAGCCC 5872
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V1 loop start
CACTCT(gTGTTAgT TIAAAGT(gCACTGATTTGAAGAATGAT .....................................................

C-T--T--CA-GGCT--ACTGA- -

AC-GCT--TTTGACC. ...
T------A-C--C--C-GATC-....
Z-T--TCAAA-CG-C-CC--CATA. ...
G-T--TTA-A-CG-C-GC-GCA--. ...
TCALAG.G-C-CC--CAGC

A ==

TCAG- - -AACCTC-C-AGC. . ..
C-TCA-A-C-AT--CT--ACC. ...
~TCA---C-AC--A-G-A--. ...
-G--G.

CA--T---A--GCT-CATTA-G-
SC--T-AGA--G-A-CC---A

A--T-GAA--G-T-GC-G-A
A--T-GAA--G-T-GC-G-A- -
T---CA-AGAG-C--C--CAGC.
s<----C----A--GCA-T--TGCCAC- .

~T--T-G-A--GCT--TGCCAC-
“T--T-A-A-CA-C-CT-G----

~T--T-GCAGGG-C--A- - -ACC
-C--T---A--G-A-MTTR-AG-

woe-Co-To - AG-G-AG-CTG-A-- .. ..
-T--TG---GGAGC-CC-C-TCA. . . .
-C--T---A-GG-AG-CTG---G. ...
-C--T---AC---A--C-G-A--
-C--TGT-AC---A--TTG-AG-

A--AATGT--C--T-

- T --T--CA-- GCTGCTTTGACCAATGTAACTATA

~TA-T-GCC- -AA-GTC- - CCCCCAAGACCAACGGGAG . .
B N

TCCCT T
. JIC--TT-ACTG- -T--ATGCAT-
.C T-CT--T-A-A--CCC-CT---AC-.
-GC- -G-A-GGCT--CTT-AGC.
~G-CA--T- -AATGACT- -T-CCACA

>
;.

-T--T---A--GCA--TGCAACA. ... . . . B

SA--T--CA-CGCA-CC-CCA-CATA. i i et ittt
--TCAGA-C--T--CGGCAGCAACAACCAC. . .ttt it it et e e

. AAAGAAAATGGCAACACCACCAACTGCACTGTTCAAATTAGC- - -GG- -ATG: :_i_(-:C C: GCT

. GAC-C-TAT--CG-A-CAGCTAA-CTG-ATGAC-CTATTGG 6625
AATAGT AATCA T--C-GTCTC- -ATAAC-C-G-AGG- -ATATA-C 6685
..... ACC-A- -AGGAGAATA- -TA-A--TT--AGGG-ATAT--C 6706

TCTAATAACACA- -CC-G-AT-TA-A---CTYG-TC-C- - -AGG- -ATAT- -C 6058

..... AATGTC-A---C--A-CC-A-GTCTCTAAC-C---AGG- -ATATA-C 6%34

..... AATGTC--G-G- -CC-A-GAGGC-CCT- -C- -AGG- -ATATA-C 5878

ARATGOC-G--GC-AA-CC-A-GTCTCTAAC-T- - -AGG- -ATATA-C 6250

ATGTC- - - -TA-CC-AAGACTCTAAC-A- - -AGG- -ATCTA-C 5834

-ACTA-AAC-T-TCTGATGACAT- -G 5863

-CAGAGGA-AT- -G 5747

--GC-G-TCTC GTC-AGA.C-T-TCT-GOGACAT-C- 0025
-G-GAG--C-AA-T-G--AAC.TT

-A-A A
LT IGE S ATOTA TeAGC ACE can. Tl 39
.GT--C-----C-AAT-CT-GT-GC- -AA-A-T 5880
A---TACC-ATGGC-CTG- -ATT-- 6031
-ACTC-ACT-CCC- - -A-GAA- - - -C 6070

....................... TCCACTG-

AACAAAACATTAGGTAACAATAGTACTAAT-G- éCATTAGG --AC-A---TACT-T-G-AGATGATATC-G g%4%

G---T-G-G-GGTAGC-AAT--C-CTG-G-GTA-C--

.-G--ATG- - -CCTACCAT-A- -CCTACCATGA-AGC-T 6034
GG»»ATGG--CCTAC AT-A--CCTAC-ATGA-AGCGT 5846
AACCC-A-ACC-CG-GTGACGG-AGTG- 5875

. -ATGAC-CTG-T-GTG- 6049
-GGGATA-CGC 5940
.GCCAATAATGCC- - -GCC-ATGGC-C-CAA-A-AAC-CCC- -GAGGAA- - -CC 6689
-GC--C-TC-ATA-C--C-CC---CA--G--G 6077
G G-G-

. TCAGTGAACAGCACC-A- TCAT AGTG--C cc- ATA C CT GCG. GC A---GC 5892
............... -C-GA-ATTGC-C--C--CTAATG-C-CTG- - -ACA-CTC 6125

CAAACC-AA---TG--C GAAGAA- - -AAC--C-CTG-G--AA-CTG 6119

AATAGAATCAACAATAGTAACTGTAGTCATAGCATCAAC-A--G---TG-A-AG-AC-A-AAT-CC--TGC- -AT-GCTG 5929
............................................... A-CA--C-ACT-TC-ATGAC-ACAT--- 5880

. . .ACTAATATGAATG- - -C- -AT-CC-C-G- - -ATA-T--TG--GA-GC-AT-G- 6050
................................ -C--A--CC-A------T-ACT-GGGA-G--------- 5840

GCTAACAAAACTAATGCTAACCAAACTAATG»-- CCAA-C----- AC-ATA-C--C-CT--TGATAT--- 6157
GTC----GACAA-CC-A-GCCCCTA-C-T-C-AGA--AT-TA-C 6067

ACC-ATGGCCC- -ATATA-C 5869

............................................. -C-GAG-ACAT--- 5851
....................................................... AACGTGTCT-AGGACAT-C- 5879

.C-AGA-CTT-GATGG-GGA- - -G- 5870
NNNNNNNNNNNNNNNNNNNNNNNNNN 6210
CGGACAACAGA-G-GAAG-A- AACCAG. AAATG. G- CAGACC-A- -AGC 6157

-GRG-CAG <--GA-T-AGAT--A-GAT- 6144
GAG-CA T AT ST AL TATEAT: 1%
TG-CA-CAA-AGA- CCAGAC - -A-GAT- 6269
T TR NS WP S NS

AGGG 6180
- CACAC—ACCCATC 6152
-C C--C -G 6142

LAATTA CTe TAATGAT
.ACAACA-AC-CA--A-CCGC GAA----C 617
-T---T-CC-CA- AC--TCCCTT--ACTC--ACA T-C 6244

- GC € 6300
CT—C—CTAACTCT CTGACGATCGCTT 6209
.. GG-A--A-ACCTA-CAAACCAG- CAT! -CC 6737

. ATAAAACCCTGAATTCGGCAACA--A CCTTA-CACCA- CAGTAAATTTG- GTTCT--ACCT-- 6320

A-G-CT--TCT-A-CCCCG-T-G- A= - Lo LT A-T--TGCTG- - -ATACT-C 6726

HIV-1/SIVepz

Complete Genomes

sjuwugI Y

sawioudn)y 3Rdwo)) zddIAIS/T-ATH



o1

L007 wnipuadwo)) duanbag ATH

B.FR.83.HXB2
v
.GEA99A99GEMZ8011

.RW.93. 93

.SE 95.

SE.95: UGSESH]
TZ.01.

‘UA.01.0lTUADN139
.UG.92.92UG037
.UG.99.99UGA(07072
.UZ.02.02UZ0659
A2.CD.97.97CDKS10
A2.CD.97.97CDKTB48
A2.CY.94.94CY017_41
3 AR.04.04AR151516
AU.87.MBC925
3 'B0O.99.BOL0122
B.BR. 03 BREPM2()I2

B > > > T

=
&)
>
o
=
0
>
Z
@
=
c
=
=

Q
Z
_C
““%
F222
Sz
joe
=
=]
=1

M1

.GB8
03 (%?GEMZOIO
'DR6538

S50000
ERZIRRE0!

o&
Sz
=7
mdo%
lt=}
oRz~
=3R
E%u'

TS

SR GOwn
EESEST: m FB=3
et =]

1.01UAKV 167
S10_53

'99.PRB939_03
1.ARG4006

.04BRO13
.00.00BW07621
8 YNRL9840
3 03GEMZO33

9ET7
.01IN565_10

.LKER2010
1.99.mIDUI01 3
93.93MW_965

SRR BB
io oo

mokE> cocB3RZAL
Nty

—Ln
FENGZ25RZCaNS:
RESBs; 8@°°°
SO0} &
EEoszss

W\-Z,m
S,
= &j’;

Z>>
3
[}
&
N
>0
wnn
22
N
i
=

.02.02ZM108

00 NNN
mzv

=
BT
JC;Z
=

TUTTTT 0NONNONNNNNNNNNNANNN T HE 59T 59500 59w T T Wt
SRR SE

D.99 MNO1 1
01

SE

YE.01.01YE386
YE 02. 02YE516
A90.R
‘1 AR 02, ARE933
.93.VI850
BR.01.01BR125
ES.x.P11 46
FL.93 FIN'
CM

w
Jeek

e
Wt

94, SE7022

CD,97AE TB11C
.CM.96.MP535

lalah

. 5
.RU 103.03RU20_06_13
®4

105.05ZAPSK240B1

.83.ELI
.01.01CM_0009BBY
01.NKU3006

.02 02CM 0016BBY
257

sawouan a)9|dwo)

ZdOAIS/L-AIH

V1 loop end, V2 loop start

AGgAGAGATAAﬁAAﬁCTgCTETT}'CAQTATCASCACAAgCATAAGAGSTAAGGTGC/SGAAAGAATATGCAT;TT'}I;TT@TAAACTTGATA}'AATACCAATAGATAﬁT GATA 6786

BTN 5973
......... AATAATAGTA» -- 60] 9
GGTAATAGTAGTAGTAAAA C 6030
............ AGTAGTA-A- 6003

GGTAATAATAG G 6012
AATAATGGTAGTGAGTATA --G 28%8

T--C CT-6--G . . Z.”.”.”.I ...................... MTG

-G-T T--C-
-AG ATGC»-T GC-

AAG-A-A- CT T-C--T--C- G--T---CT
A-AAA- C

T 6534
CTAATAATACATATAATAATACAT 6825
AATAGTAGTCATAATAAGACCAGCT 6846

A-
AACAACTCTAGTGAGAAATCTAGTGAAAACTC - 5999
......................... GAT, CAGCT 6033

TAGTGAAAACTC— - 6175
AATAGTAACA-CT 5994
AAACAGTTCCA--T 5976
.GGTGAAAACA-CT 6021
CAAGGATGCCA-CT 6002
....... AACAC-T 5969
.AAAGAAGAGA - CC 5984
.AATGAGCCTA- - - 6248
A 6181

GATAGTAGTACCA— -- 6334
GT. ACTGATAATAGTA% G 5823

4 AAAA A A A A A A A~

- -G
-AT--GA- -G
TAT--GA--G

ATCAGTAATAATAI
| AATGACACTACTAGTAACAATACTAGTAGCT 6 l 32
AATAATQGC g(l;%g

ATGAATAATGAAAATAATGGTACAA --- g;g%

. AATGGTAATAGTAG G 6242
AATGATAATAGTAC-T 6868

ATAGTAGTA ATAGTACAGGTA
.GGTGATAGTAATGCAACTAATTA 6030
AGGA ATAGTAG 82%23

..... GGTGAAAGAAATAAAAG-G 6185
ACTAGTAATAATAATAATAGTQ- -- g% %?

.AG-- 5998

TCTT-G- - -G-
T-ATATC--G-C-
T-A-ATC--G o

TCTGAAATTAATCAATC-G 6008
GAGGGTAATAACAG- - 5994
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V1 loop end, V2 loop start
AGgAGAGATAAﬁAAﬁCTgCTETT}'CAQTATCASCACAAgCATAAGAGgTAAGGTGC/SGAAAGAATATGCAT'IF'TT'II:'TTeTAAACTTGATA}'AATACCAATAGATAﬁT

AAGAATAAAAATAGTAGTGGAA -7

o A---T--

STASSTA-SG
G -GA--G
SIA-IITAC- -C- 5964
coeA--STA-SG-AL L, AATA- -G 6310
<ciA---TA--G ACTeee, - 0152
T Al 979
GGACAAAACAGTAGTC G- 5997

5986

~-A--GA--- . . AGAGTGCCAATTAATGGTAGTAATAGGAATAATAG- - 6174
---G-CAG--C GATGACAGTAGC- 6189
CAAG--A- . .GATAGTA- - - 6858

AGAAATA- - - 6449

. .AAGAACTATAGTGAGAATTC-- 6162
. GAGAACTCTGGTGAGAACTE- - 59;?

6159
6059
6799
6208

6309
6242

6160

AGTGACAGTAATGATACACTG - 6155
ATRGTAATAGTA- -T 6094

.............................. 5941
. .AAGGATAATAGTAGTAATAATAATA-CT 6256

G C--G---GC

0035

el AAGAATAATGGTAGTAATAAAA-CT 6256
TAA- - -A- AGTAGTAGTAATAACA-CT 6244
oo e . Y S o o GGTAATAATAG- - 6048
GATACTAATACTAC-G 6002

.AATAATAGCAG-T 6276
.AATAAGAGTA- - - 6186

-A---A-

[ A-
G--G--A-
AT---A-
NNNN- - A-
B Ity S O GREPI) cT.Y WY o7y Y o.Y.Y. . SR o g Ny 3 Y c P cy Y S c N I T ol S GGGA- - - 6270
CAA-C-A- AGTGACAGTACG- 6263
CAA-C-A- AGTGACAGT- -C- 6298
CAA-C-A- G CC . L T--- 6379
CA-~C-A--Go---Tom--A--o--22 A-C---TGAG------- A--GAAA-A--C---TT--CT-TC-G------ GT-GAA---G--G-G-----CA-AG- L LGGGACT--C- 6352

ACAAGCAGCACAAATAAGACAA C- 6822
........ TCAAATGCAGTAA- -G 6821
AGTGAAACGGGTAATAATAC-G 6308
ACAGAAAATAACAAGACA 6277
........ AGCACAACC- 6258
GCAAATGACACA 6%68

628
ACATCGA- -G 6360
.AACAAT--G- 6239
GGAAC-G 6397
. AATAATAGCAGTGGTA- - - 6’%35

G T

-A-C---TGTT--C-A--AC--AAA-G -G--GGA-C-GA--G
A GT-C-C-C--AC--AAA G TA

A A-CT--GGTTG- ACA GT-TCA GC-TAA .

“AAG---G-G---C-G--TGAC- -T---G-A-CT---GTGC-C-A--AC- -ACA-G A--C-G--TC-A--C---GTGACA- - -T-GG-TAAG- - TA- CGCC .
CATGA--C--C--G-A--TAAC--T---CAG------ G-AT-T-A--A----AAA--A---ATGA-A--CA-A--------- GGA- - -C-T--GAAGTGTC-GG-C.
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TG- CAC--AAGATGCTG CA

CA--AG GAC-

----- T C--A HAae
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TGACA» -GAAG-GACTT-T- TGCTGACACAGAA. .
CA-- gﬁAGAGACTT C-GCT.....ooiunt

—CAGGGGACTTTCCGC ........
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TCF-1 alpha binding

Nef end
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0I1_AE.CN.06.FJ054 -C-GAT- AC AGGAAGTTTCTAACTGGGACTT.
01_AE.HK.x.HK001 -C-GAT-
01_AE.JP.93.93]P_NH1
01_AE.TH.01.01TH_R2184
01_AE.TH.02.0UR7691
01_AE.TH.90.CM24
01_AE.US.00.00US_MSC1164

02_AG.CM.02.02CM_4082STN

02-AG.UZ.02.02UZ710 . . . . ... 8646
03_AB.RU.97.KAL153_2 - - -ACAGACTGCTG- CATGAAGTTGCTGACA ........ 8611
04_cpx.CY.94.CY032 C-CAGAAGTTGCTGACAAA. . ... 8848
05_DEBE.x.VI1310 .GACTGCTGACACAGAAACTGCTGA - - CA-GAAG- - - -GAC- CAGAAGCTTTCTACAA. 8880
06_cpx.AU.96.BFP90 -TGAA--A -A--GC- - - -GAC-AAGAAGTTTCTAATG. . 9491
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